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g__Veillonella

t__GCF_000154065

s__Dorea_longicatena

c__Erysipelotrichia

t__Roseburia_intestinalis_unclassified

s__Roseburia_intestinalis

o__Erysipelotrichales

f__Erysipelotrichaceae

t__GCF_000313565

g__Clostridiaceae_noname

s__Ruminococcus_obeum

t__Ruminococcus_obeum_unclassified

s__Clostridiaceae_bacterium_JC118

s__Oscillibacter_unclassified

f__Clostridiaceae

f__Oscillospiraceae

g__Oscillibacter

g__Lachnospiraceae_noname

t__Dorea_formicigenerans_unclassified

g__Collinsella

s__Collinsella_aerofaciens

s__Dorea_formicigenerans

t__GCF_000169035

t__Bacteroides_xylanisolvens_unclassified

t__GCF_000469345

g__Bilophila

s__Bacteroides_xylanisolvens

s__Eubacterium_ramulus

s__Bilophila_unclassified

s__Lachnospiraceae_bacterium_7_1_58FAA

o__Desulfovibrionales

f__Desulfovibrionaceae

g__Dorea

s__Ruminococcus_albus

s__Alistipes_indistinctus

t__GCF_000231275

t__Ruminococcus_albus_unclassified

g__Bifidobacterium

t__GCF_000155875

s__Coprococcus_comes

c__Deltaproteobacteria

g__Coprococcus

g__Ruminococcus

t__GCF_000242155

f__Clostridiales_noname

s__Eubacterium_ventriosum

t__GCF_000153885

t__Ruminococcus_torques_unclassified

s__Ruminococcus_torques

g__Blautia

t__GCF_000239295

g__Flavonifractor

s__Roseburia_inulinivorans

s__Flavonifractor_plautii

t__GCF_000174195

t__Faecalibacterium_prausnitzii_unclassified

g__Coprobacter

s__Coprobacter_fastidiosus

t__GCF_000473955

s__Lachnospiraceae_bacterium_3_1_46FAA

g__Holdemania

g__Roseburia

s__Veillonella_unclassified

c__Negativicutes

o__Selenomonadales

s__Coprococcus_catus

s__Eubacterium_hallii

g__Faecalibacterium

t__GCF_000209405

s__Faecalibacterium_prausnitzii

t__GCF_000210555

g__Odoribacter

s__Odoribacter_splanchnicus

t__GCF_000190535

t__GCF_000173975

c__Betaproteobacteria

f__Lachnospiraceae

f__Sutterellaceae

o__Burkholderiales

s__Bilophila_wadsworthia

s__Alistipes_onderdonkii

t__GCF_000374505

g__Subdoligranulum

s__Subdoligranulum_unclassified

t__Bacteroides_vulgatus_unclassified

s__Bacteroides_thetaiotaomicron

t__Bacteroides_thetaiotaomicron_unclassified

s__Bacteroides_vulgatus

f__Ruminococcaceae

t__GCF_000185705

s__Bacteroides_ovatus

s__Parabacteroides_merdae

t__Bacteroides_ovatus_unclassified

t__Eubacterium_rectale_unclassified

t__Parabacteroides_merdae_unclassified

s__Eubacterium_rectale

f__Eubacteriaceae

g__Eubacterium

s__Parabacteroides_distasonis

t__Parabacteroides_distasonis_unclassified

s__Bacteroides_dorei

t__Bacteroides_dorei_unclassified

s__Bacteroides_cellulosilyticus

t__GCF_000154465

t__Bacteroides_cellulosilyticus_unclassified

s__Alistipes_putredinis

o__Clostridiales

c__Clostridia

g__Alistipes

g__Parabacteroides

f__Rikenellaceae

f__Porphyromonadaceae

s__Bacteroides_uniformis

t__Bacteroides_uniformis_unclassified

g__Bacteroides

f__Bacteroidaceae

o__Bacteroidales

p__Bacteroidetes

c__Bacteroidia

Stool


